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Number of Reported Measles Cases (Last 6 months)
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L B R EEE REt | RE | 2R 3R 47 5 6A 7R 8A 9A 108 | 11E | 128 18 25 it
5 & H I KRS B B enterohemorrhagic £.coli:EHECE'[026 VT1 0 1 1 0
" 0103 VT1 1 0 0
" 0157 VT1VT2 5 0 0
" 0157 VT2 1 0 0
" OUT VTFREA 2 0 0
Other diarrheagenic £.col/*? 0128 1 0 0
" 0153 1 0 0
" out 1 0 0

5¥1 enterohemorrhagic Eco/fiEHEC: & H M4 KIGE
5¥2 Other diarrheagenic Ecoli: EHEC(VTEC) ETEC*EIEC-EAgeECA D KIGE (FRREFBALLD)
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e P | SR BHOF PRIE N emis

U Rk sl RE E 28 3R 4R 58 6A 78 88 9H 108 118 12A 18 28 A3

ERIFF & Hepatitis E virus(HEV) 3 1 3 1 1 1 0
ABIRF 2% Hepatitis A virus Ta 0 1 1 0
T LRI R Mpox virus 6 0 0
DOMRF Orientia tsutsugamushi 5 3 1 2 0
Rickettsia japonica 0 1 0

DOMNBRFERILAARFIBIEL Orientia tsutsugamushi 0 4 3 1 0
TUUE Dengue virus 5 6 6)| 20 2 (2) 2 (2) 0
LEF R FIE Legionella pneumophila 18 9 9 1 2 2 2 2 0
Legionella spp. 1 1 1 1 1
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Eo B EEA sl RE A&t 28 3R 4R 58 6A 78 8A 9H 108 118 12A 18 28 e
AR 2 Human herpes virus 7 1 2 1 1 0
Herpes simplex virus 1 0 1 1 0
Coxsackievirus A4 4 0 0
Cytomegalovirus(CMV) 2 0 0
SARS-CoV-2 2 0 3 3
{RBEE i & Bk R E Streptococcus pneumoniae 3 6 6 0
Kz (ABEsI) Varicella-zoster virus(VZV) 1 0 0
ORERRE (ER) — N1
e P | SR RHOF PRIE  sws
Eo BHEEA sl Rit | Rt 28 3R 4R 58 6A 18 8A 9A 108 118 128 18 28 A&t
AVINIVY Influenza virus AH1pdm09 107 174 2 1 1 1 5 12 20 24 99 56 10 66
" AH3 342 63 3 8 3 6 4 5 4 11 1 12
" A(EETH) 4 0 0 0
" B 1 97 39 38 7 1 2 1 3
RS A )L R B Respiratory syncytial virus(RSV) 0 2 2 0
VEFEE Rk Adenovirus 1 3 0 0
" 2 5 2 2 0
" 3 36 12 1 5 3 1 0
" 5 0 1 1 0
" 54 1 0 0
ABEBMEL Y HEREIREE & Streptococcus pyogenes T 6 33 2 7 5 3 10 4 1 0
" T3 0 0 2 2
" T4 4 11 2 2 1 1 1 2 2 4 5 9
" To 0 1 1 0
" T 1 1 1 0
" T12 31 23 5 6 1 3 1 1 1 0
" T22 3 0 0
" TB3264 6 i8] 3 2 1 2 2 1 1 1
" E RN 2 5 1 2 1 1 0
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BWiL BHRERA AETHE Rit | Rat 28 38 48 58 68 78 88 9A 108 | 1A | 128 18 28 Rat
B ERR enteropathogenic £.coliEPECE! ouT 0 1 1 0
Other diarrheagenic Ecoli*? 10 1 1 0
" o1 0 1 1 0
" 015 0 0 1 1
" 044 0 1 1 0
" 0104 0 1 1 0
Aeromonas hydrophila 1 0 0
Campylobacter coli 1 0 0
Norovirus GI 20 5 1 1 1 1 2 3
Sapovirus 1 0 0
Adenovirus BIRIRTE 3 0 0
KiE Varicella-zoster virus(VZV) 0 1 1 3 3
FROB Coxsackievirus A2 3 0 0
" A4 1 0 0
" A6 0 38 8 27 2 1 0
" A10 0 3 3 0
" A16 10 31 2 1 6 13 8 1 0
Echovirus 3 0 1 1 0
Enterovirus AT1 4 3 1 2 0
Parechovirus Al 0 2 1 1 0
" A3 1 0 0
" A6 1 0 0
Rhinovirus 2 7 2 1 1 1 2 0
Adenovirus 3 1 0 0
AL e Coxsackievirus A2 14 0 0
" A4 20 0 0
" A6 0 6 1 4 1 0
" A10 3 1 1 0
Echovirus 3 0 2 1 1 0
Enterovirus AT1 1 0 0
Parechovirus A5 0 1 1 0
Rhinovirus 1 1 1 0
Herpes simplex virus 1 2 1 1 0
Human herpesvirus 7 0 1 1 0
Adenovirus 3 0 1 1 0
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EZCIE] BRHRRE BETHE RE & 27 3R 4R 5A 67 78 8A 9A 108 1A 128 18 2A &
TAATSA % Mycoplasma pneumoniae 0 18 2 5 7 1 3 2 2
AT AR X Adenovirus 54 1 0 0
AR R Rhinovirus 1 0 0
Varicella-zoster virus(VZV) 1 0 0

Coxsackievirus B5 6 1 1 0

Human herpesvirus 6 2 0 0

Parechovirus A3 4 0 0

Cytomegalovirus(CMV) 1 0 0
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s BRI wmems | 0 | R 28 38 48 58 68 78 8A 98 108 | 118 | 128 18 25 RE

FEROOF A RBREE SARS-CoV-2 884 367 64 60 58 55 68 0
2Dt enterohemorrhagic £.coli:EHEC™ 026 VT1 1 0 0
" 0103 VT1 0 4 1 2 1 0

" o111 VT1 0 1 1 0

" 0157 VT2 17 15 3 12 0

" 0157 VT1VT2 8 3 1 1 1 0

" OUT VT2 0 2 1 1 0

" OUT VT1VT2 0 3 2 1 0

Other diarrheagenic £coli*? 1 0 0

Salmonella Typhi 0 3 1 2 0

Other bacteria™® 6 0 0

Coxsackievirus A10 2 0 0

Herpes simplex virus 1 2 0 0

Parechovirus A3 3 0 0

SARS-CoV-2 2 0 0

5¥1 enterohemorrhagic E.coliEHEC: [ % H M4 X5 E
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Bk BHR R BETHE ~a i 2A 38 4R 5A 68 78 8A 9A 10A 118 128 1A 2A i
BhE enteropathogenic £.coli:EPECE! 3 0 0
(FEEHEED) " 020 0 1 1 0
" o111 0 1 1 0

" ouT 0 3 3 0

Other diarrheagenic £.col/™? 086 0 1 1 0

" ouT 0 8 3 1 4 0

Salmonella O4%% 2 1 1 0

" O7% 3 0 0

" O8% 1 0 0

Campylobacter jejuni 35 25 10 1 4 1 5 1 2 5 2 7

Campylobacter coli 0 2 1 1 1 1

Staphylococcus aureus 3 3 1 2 0

Clostridium perfringens 5 72 25 1 10 36 1 1

Bacillus cereus 2 5 1 4 0

Bacillus thuringiensis 2 0 0

Rotavirus 3 0 0

Norovirus GI 0 35 12 9 6 2 3 1 1

" GI.1 0 1 1 0
" GI 177 159 23 57 4 4 2 1 22 11 7 35 42

" GI.6 0 1 1 0

" GI.7 0 3 3 0
" GI.17 0 0 12 12

Sapovirus GI 0 1 1 0
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AT THE 2 BT 1230 BIE ARG Y |

2RIR S LT OIRIRRR B SvE L7,

e Bl | SR hAGE LI TR
2 BRI aczns | R | 2R 3R 4R 5A 68 1 8A 9A 108 | 11A | 12A 18 28 RE
KERIRE Salmonella o7 2 0 0
(REERE) Pseudomonas aeruginosa 6 0 0
Neisseria gonorrhoeae 0 1 1 1 1
Chlamydia trachomatis 7 10 1 1 2 1 2 1 1
Other bacteria™' 5 0 0
Norovirus GI.17 0 0 1 1
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Other diarrheagenic Ecol™' 015 0 1 1
Campylobacter jejuni 1 1 2 2
& Clostridium perfringens 1 1 1
B’ |Streptococcus pyogenes T3 0 2 2
el 4 0 5 S
Chlamydia trachomatis 1 1 1
B 0 0 0 0 0 0 1 0 2 0 1 0 0 4 8 0 0 0 0 12
Influenza virus AH1pdm09 1 1 1 7 1 10
;’ " AH3 0 1
o B 0 1 1
A
- |Varicella-zoster virus(VZV) 3 3 3
2 |Norovirus a1 1 12 1 6 6| 4 1 4 35 2 37
; " GI17 1 12 13 13
7 it 1 12 1 0 6 0 6 4 41 13 1 4 0 52 5 7 0 1 0 65
a Hi 1 12 1 0 6 0 7 4 6/ 13 2 4 0 56 13 7 0 1 0 77
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FRAEREEELIVREREKE
B & B &
2R 1-28 85t 28 1-28 Rt
B'h INERE ZOM |BEPEEIRERE TOM || EKT BHEKEETES ToOM | BAKT BEKERTES ot
BERAKHE 13 0 25 0 0 0 54 10 0 42 94 19
enterohemorrhagic EcollEHEC*?
Other diarrheagenic Ecol*®
Salmonella O4%%
" O7E
" O8%
" O9Ef
Vibrio parahaemolyticus
Aeromonas hydrophila
Aeromonas sobria
Aeromonas hydrophila/sobria
Aeromonas caviae
Campylobacter jejuni
Campylobacter coli
Campylobacter jejuni/coli
Staphylococcus aureus
Bacillus cereus
Legionella spp.
Legionella pneumophila 18 1
" 28
" 38
" 4F
" 58
" 6EF 2
" T
" 88f
" 9B¥
" 103%
" 118
" 128
" 138%
Legionella anisa
Legionella gormanii
Legionella mic dadei
Legionella dumoffii
B’ & 0 0 0 0 0 0 0 0 0 3 0 0
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