AT EMENREIRRE 404 5
SRR L SFI8EF6 A 5

AR89 H 2 HIEAT AP AR ST GE I e v 2 —
WARRFTER b2 IRN O TR 5 BAR, JIT, AR & B 7o i) ORI R A BT AI 3513 2 (AR B R OFER ORI L B & b, fodh, BASEM
B & OIFAEOBARBUC SV T, BEEHREER SR v o — | BRI R A v ¥ — IS DAV E | BAFITLTOET,

I SASDOMEYIR
A BBIMEL S EREREEX AL DRREREKRISOVTERINIRFESE., FH8F8A 13 AR R)

A B IMAE L BRI 1X, A BE B IR IIME L VKA (Streptococcus pyogenes) ZIilRAR L 9 2 BYWIE T, FITHIRCHAR CREGL L, WHEARK
MRS, JEALEN, BIERYAMAE LV ERE R GYE e E SRR A S SR LET, FIEETIHEENMTDONE TN, TN TF 7 o MEICE D
FPRENEE T,

SFN 5 AEA~STN T AT T YATE L OEE RIS A BRI L > Y ERE O mERBEIS 2 LET (8 1), 2FE Tl 45 42 T12
BRI TI R, B 7RI T4 MR R LM SvE Lic, #@IIRFTFERTH ., S5 FB8 LOE 6 FEOMmIANRIUIIAE & FRET LR, &
MTHETTBERNELEZ BRHENE L, S84 1 A~6 A F TOEHTIE, MAIEFEHRICEWT T3 RNRLEZ SN THET,

SEbENAEZFH L TOE ET,

0% 40% 60% 80% 100%

* 1 M{FRBIEIE OERIHER
) N BT s L OvaxlE] )
2023 4E 1 H 1 H~20254E 12 A 31 A)

IS5
(n=53)
64
(n=85)
SHITE
(n=78)

ECESTICS

SHISE

(n=105)
SHI6E
(n=298)
SHITE

ESEd]

SR
S

5
s
R

S R
(n=275) R

oT1l 8T2 ©T3 8T4 0T6 @T1l BT12 ®T13 BT22 OT25 BT28 BTB3264 mZfft DAIFITEE

O&3E ik
1) [ESTAEEE GRS PR 2o BB iR e A & TA BRI U o Y ERERYYE | (2026/8/13 7 7 & A AJHE

2)  [EIST fre e fe b PRATT SRR AR R Y I SR B4 b TTASR ¥R 27 7 B | (2026/8/13 7 2 & A Wle



https://id-info.jihs.go.jp/infectious-diseases/group-a-streptococcal-infection/index.html
https://id-info.jihs.go.jp/surveillance/iasr/graph/bacteria/index.html

I EMRESUVRER

T8 4E 6 H O INRETE I (R IR O THETAT O 5 BRI, IR T, AR & BRyo 7 i)
(ZR T DIEBIES L ORI A RERNICES LE LT,

(FEBI%0)
w0 | o | o
=f |BEHOLEXEGEREE 3 0 3
ERYAT 3 1 2
FE BV M /MRB A AE IR B 9 0 9
g |(SFTS)
DOMNRFR LB RIIBIE 2 0 2
LoF RShE 4 3 1
RELH LA 19 0 19
SR 2R R A 125 84 41
REEE R 1 1 0
AR ML Y EREREE % 9 3 6
REMFHEL 4 2 2
AFEER |FROAB 7 7 0
AN x—+ 1 1 0
RAATZXh % 1 0 0 —1flREH
RATHEE TR % 2 0 2
EEAMRER 2 0 2
(&%)
BrE | Bt | B
BRIAE | RIA% | BRIAR
=f |BEHOLEXEGEREE 3 0 3
EZYAT 2% 6 2 4
FAE BV I /MRGE A AE IR B 5 0 5
g |(SFTS)
DOMNRFR LB ARIBIZ 6 0 6
LoF RShE 4 3 1
RELH LA 56 0 56
SRR3R R IE 125 84 41
IREEFERR 5 1 1 0
ABERIMEL > BRE IHEE 2% 9 3 6
REMFEL 4 2 2
AEER |FROMB 7 7 0
AN X —F 1 1 0
R AATFAh % 1 0 0 —1flREH
TRATHEE TR % 2 0 2
EEAMRER 6 0 6

FBRARSEFBARLG>TVADIE, HEFIIDFEBIRIARE T T —ADNHS=HTT,
F2: LRUNDTZDMITEPE (FESHEESC) IMKBERE(REERE) 1120 TIE, P8-102TEL =,



M- RBRIFEEEOEEAFRERHRKR

T84 6 H £ TOMMBNRATER (M) RN OTHETR O 5 B, IR, ABRUR T 2 BR O 7o #ilil) (280 2RIR R IRz | RYYER DR
RIBNCERFF L £ LT,

O=HRBRIE

B R Bk mlil_li%i:‘ ’%*DEGE '%%EIJE SMTE SM8E ’%*Ujff—
| BEFRE | #S #E 65 78 | 88 | 9A [10A | 1A [ 128 | 1A [ 28 [ 3R 45 58 65 #5
P He 14 KRG B R SR i enterohemorrhagic Ecoli:EHECE! 1026 VT1 1 0 T D T A D T T P T T e e e
otosvrr Lo L2 0] LSS SR O USSR (SO A NS U SO SSUN NSS N
JSSSUSTSONN USRS AUUSU U NUOTN SN USSR NSO MUSSUUN SRS SRS NS S
" 10157 VT2 0 1 1 0
5¥1 enterohemorrhagic Ecoli:EHEC: [ & H M4 KGE
Om¥EREE
- , COmMER | SH6E | KFTE SHTE SH8E SHI8E
il ol T et | Rt | o8 [ 78 [ A | 98 [ oA [ 1A [ 12A | 1A [ 285 [ 58 [ 4A [ 58 [ o5 | Wit
ERIRF Hepatitis E virus(HEV) 3 3 5 1 2 2 2 2 4
ATIRF 2% Hepatitis A virus ila 1 2 2 1 1
Ei;iif;"giﬁﬂ/]\*ﬁ/}ﬁ'}‘fiﬂ;ﬁ¥ ?E:z:b::;::p‘g:i: Syndrome 0 1 1 1 1
virus(SFTSV) ;
DO R Orientia tsutsugamushi || S - 2 N ] o
Rickettsia japonica : 1 0 0
DONRBRIGAARMIR | Orientia tsutsugamushi T . Sl ] o .
Rickettsia japonica 0 3 3 0
IR Denguevirus [T s@| 2@ Ll [ S I M S O 0.
" ioF 3@3) 2 (2) 0
BARFIBEEY Rickettsia japonica 0 1 1 0
LA Legionella pneumophila 1B | o .. 8 .. LIS I SN LI RN N N I LI SRR NSO AR ISMSN N A N 4
Legionella spp. : 1 1 0

BONEMENSORHEIL (RH) ELTREH



ORI (2R

o , T AR | SF06E | SAE SHTE S8 STI8%E
B i DEETRE| RE Ri | 6A 78 | 8AH 98 [ 10A | 11A [ 128 | 1A 28 38 | 48 [ 5A | 6H Rat
DAL RERF % Rhinovirus i 0 0 2 2
Norovirus IGI 0 0 1 1
At Human herpes virus i7 2 0 0
Herpes simplex virus i 1 0 0
SARS-CoV-2 0 3 0
Epstein—Barr virus 0 1 0
Parainfluenza virus 4 0 1 1 0
Rhinovirus 0 4 1 2 0
Mumpsvirus H 0 2 2 0
{ZEEE i A BRI RS Streptococcus pneumoniae 6 0 0
=14 Bordetella pertussis 0 140 23 28 39 15 11 2 3 2 2
LA Measles virus ‘B3 0 38 29 7 3 3
" D8 0 0 8 17 3 28
" RIBI T HE 0 0 2 2
OTBBRE (ER) — T D1
=) PN PN PN s o
ki RHFRRIE e I I o T T YT 0 T - - B e -
AR 3R R RIE ___|AH1pdm09

- AHS - .. .- - -~ .
AEEAY) | 8 L3

EES

ORFERLIE (ER) —FD1 AV
LNMERRIY BRREYLE © 1 MiR2y 5 SARS-CoV-2 & Parainfluenza virus 3 Z3FMFRRH. 1 BifA2>5 RSV B & Adenovirus BUBIAREEDSRIMAR . 1 MK
Parainfluenza virus 1 & Parainfluenza virus 2 23FEIEfH. 1 ¥{K)>5 Parainfluenza virus 1 & Parainfluenza virus 3 23FEIEfH. 1 K15
Parainfluenza virus 1 & Adenovirus FUBIARGEDSEIRFRE . 1 Ba{KD 5 Parainfluenza virus 2 & Rhinovirus 2[R, 1 Bi{A)>S Parainfluenza virus
3 & Rhinovirus 23[AIEFR M. 1 #{&2>5 Rhinovirus & Adenovirus 2 23[AEIHEFR:E H

*%Rhinovirus / Enterovirus 23&H S 377 46 MiAD N, 41 #72>5 Rhinovirus 234 H . 4 ¥{A2 5 Coxsackievirus A6 23 H. 1 #i{KH>5 Enterovirus
TR ANBE 23 HY



ORZFRPIE (ER) —ED2

" i &R PN 2 SHNIE
B BURRRE iﬁggg% Téﬁﬁ ﬂggﬁ 68 | 7A | 88 | 9A | 108 | 11A | 128 | 1A

AVINTY Influenzavirus {AH1pdm09 | - 174 ... AT FSRRR FR AR N 9. 2 N 1
.- AHS | 63 | %6 | | 12 15 27 20 || 3
" ‘B 97 o | T T P 4

FEIOF VAL RRLIE  |SARS-CoV-2 2 1 1

RS AL AR AE Respiratory syncytial virus (RSV)

GBS Adenovirus b2 ) LI LSS SRR NESSSRNY UORSRS U U N
" 3 1
e o e R R e S ! I R
e B e I A B e
e e B e R E e e e e I
Coxsackievirus _iaa [ o AT T T T

AR B ML Y IREWRBE S | Streptococcus pyogenes

" (RIRIBe 5 3 1 1 1 1 1 4




ORFRREIE (ER) —END3

-, SR g@%ﬂ SHIE SHIBE —%*D_BE
) BETRS 78 | 88 | 9B |08 | 11A | 128 | 1A | 2B | 38 | 4B | 5B | e | Rt
2331 Pd »e;_nte|'opat|'1t_:_g_eigi_(_:__Eco//':EPEC;31 L T AU N IS (VRN SO WU M A T N 0
Enteroaggregative £ coliEAggEC™2 fouT [ o | o ) | | ] ] LI T R I R 1
____________________________________________________ 0
_____________ |
1
_________________________ ) 0
_____ 1 . 1
LT T TR O I T ST P P e 1 1
0
_________________________________ 0
....... (Y O B IS AU
2 Y A Y BN M 0
1 L A A ISR VR ST I M A N N 0
_________________ N L
Norovirus L T T IO D R — 1 A O AU P N 8
§_apovirus ___________ 2 2 |\ e . 0
mswoviras e (I 1
Adenovirus 1 1
Kig Varicella—zoster virus(VZV) 0
FROMB Coxsackievirus 1 7 7
T e T s o U ! T 1T rrrr—1rmmmrr1rTr1rr1vTr—"1mrr 0
P AP T T e e e e e e e e e 0
Echovirus 0
e ] OO AU FPRSRN U | FSUSSIO SRR RSN SRS BUSSURNY . ;
P TR ) N o
Enterovirus 0
Parechovirus A} 2 4 o o4 A A A bt 0
Rhinovirus 1 0
NSy E—SF Coxsackievirus LIRS SR ISR SRR SN SR AR NN N S 0
" 2 1 1 0
P rTTTT T T T T T T 1
72 T S e Y N [ A R N N 0
Echovirus 98 1l 4 o0 0 A A A ot .0
Parechovirus 1 0
Rhinoyirus 1 ] _— B
Herpes simplex virus 0
Humean herpesvirus e e e 0
Adenovirus 0
TATTSA % Mycoplasma pneumoniae 5 2 4 1 1 1 2
FRAITHEE FAR% Adenovirus 0 1 1

5E1 enteropathogenic £co/i:EPEC:IZERER M KGHE
5¥2 enteroaggregative £ coli:EAggEC: I3 B REMBIEXEGE
%3 Other diarrheagenic Ecoli: EHEC(VTEC)-ETEC-EIEC-EPEC - EAggEC LIS D KIFE (RRMEREALLD)




ORFRBRPIE(ER) —ED4

2 \ P MER TM6E | HHTE SH8E
B R | EETRE | RS RE 68 | 78 | 88 | 9A | 10A | 1A | 12B | 1A | 28 | 38 | 4B | 5B | 6A | R®E
EEMEREL Varicella-zoster virus(VZV)

Adenovirus




M—@ Z0fterREDRERERERR

M —O JEIYEEOFRBRIFE AR HIRDL DS O5F0 84 6 H £ TOMZJIRETER (PR OHETF O 5 HARE, IR, AR 2 bk

W HIE) 2B DR IUC OV T, TZOMORYYE] TRhaE (FESEET) | MKERE (REHRAD) | |

OF DD REREE

T84 6 HIF 70 BIAIRA D DY, 14 AP LLL T ORI B S E L,

OBl FEOFE L

o D mAR SHTE SHIE SHBE SR8
i RHERE | RETDE Rit 68 [ 78 [ 88 [ oA [ 108 [ 1im [ 128 | 18 | 28 [ 38 | A [ 55 [ A | %it
it enterohemorrhagic Eco.EHECE! 1026 VT1 6 1 5 2 2

Human herpesvirus

—_

o

3¥1 enterohemorrhagic E.coli:EHEC: i5& H M4 XiGE
3¥2 enteroaggregative £ coli:EAggEC: [ E LM B HE KGR



OBHE (REEHEEL)
T8 46 HIT 88 BAIRA DI DV | 20 BRI L LU OREIEB I S E LT,

e P miER S6E [ FTE SHE SHsE SH8E

s BHmRE | BIEFRE | Rét | Rét [ 65 [ 78 [ 88 [ oF [10A [ 11A [ 128 | 1A [ 28 [ 38 [ 4A [ 58 | 6A | #3
BhE enterohemorrhagic Eco//:EHECEI01_5§_7 VT2 0 o f I T T T T I T I T e 5 | 5
(BEERED)

Campylobacter coli

Staphylococcus aureus

Clostridium perfringens

Bacillus cereus

Norovirus

Sapovirus G I 1 1 1 1 1
5¥1 enterohemorrhagic £ coli:EHEC : f5& H 14 K5 E

52 enteropathogenic Ecoli:EPEC: I3 & RRIERGE

53 enterotoxigenic Ecoli:ETEC: R RMEXKGE

;¥4 Other diarrheagenic £.coli: EHEC(VTEC)-ETEC-EIEC-EPEC - EAggEC IS D KIFE (JRIRMETRBALELD)




OERE (REERE)

S8 6 HiL 566 I AND Y £ L2, HEMRIIBHINETATLE,
. ] POEE | SH6E | HHIE SH4E SH84E SHSE
i RIRRIE DEETRE | RS Rt 65 78 8H 95 08 | 1A | 128 | 1A 28 38 4R 55 68 RE
IRIERE
(REERE)

3¥1 enterohemorrhagic E.coli:EHEC: 5% H It KiG&E

10



NV REFRFFROKRRERERR

A 84E 6 AITERI S N MA) & OIRIFHE I LN A L2 - U Ay F 7 O & e el
HFEHLE L,

BPEBLVRPSITHITERED VITRERE RRIAE R
PN
* R E'E‘ é‘ B E i . o’;
5 A H iz =
z Bl=BigiBm A xRy # z # w| ®
& &® &®’ W B ®IA Ly -
] &% R o e R n i 1))
i i i E & i B D K N
2 EleBip T B o8 i | |Dle B | 2|
B 1= ‘/ﬁa = t$35 1= e Lo B L Jil o B B’ £ # &% .
it I TR TR b T N H A
2 4 it 3 ' 1T 3 Iy A
3 s Vs islis Vsiallie i 2
% BB | i B | B [ , B
= e = B L - = i
s R i i i B ¥ i i
BRI BEEFHE :
enterohemorrhagic £ coli:EHECE! 026 VT1 2 H 2 2
" 0157 VT2 9 {3 12 12
" 0157 VT1VT2 2 2 2
" 0103 VT1 3 i 3 3
Other diarrheagenic Ecoli® o1 0 1 1
" 025 0 1 1
E Campylobacter jejuni 1 3 4 4
.‘%ﬂi Clostridium perfringens v 7 7 7
B |Bacillus cereus 1 1 1
Streptococcus pyogenes T4 0 1 1
” TB3264 0 1 1
” BB EE 0 1 1
Legionella pneumophila 18 1 2 3 3
B 1 3 0 9 6 2 2 1 0 0 0 0 34 5 0 0 0 0 39
Influenza virus AH1pdm09 1
P ! 5]
" 2 2
" 3 4
o Respiratory syncytial virus (RSV) B 1
o [Human metapneumouinus  eeeeeeshemeeeesssnneeeesse e beeeeessbeneeeeboneeee e L.
JL |Coxsackievirus A6 12
T [everovirus 2L LIS SO OO ORI SUNUUOS VTS NTUOIE UM SUOIE SUUUO WOV AUUOUE VRS SO UULL OO OO LI L
1) |Hepatitis E virus(HEV) 3 2 H 2 2
7 |Rhinovirus 0 44 44
T St B P
F Adenovirus 1 0 1 1
7 | 2 0 1 1 2
" BRI T e 0 4 4
Norovirus GI 1 1 3 3
SARS-CoV-2 0 3 3
B 1 0 3 0 0 0 0 0 0 0 1 0 0 5 9 |92 0 0 0 106
& H 2 3 13 0 9 6 2 2 1 0 1 0 0 39 14 92 0 0 0 145

51 enterohemorrhagic Ecoli:EHEC: 3 & H Mt KIFE
5¥2 Other diarrheagenic Ecoli: EHEC(VTEC)-ETEC-EIEC-EPEC-EAgeEC LIS D KIGE GRRMEFRBALZLD)

11



V B RIEHEORR#EERHIK

FRZE N ETE I (PR IR O THETR O 5 BRI, JINRT, ABBURH 2 B 72 i) 120 5 &
fib TV RBREE SRR AR & O A B I PR DWW T, 86 AD 1 A L af8 41 ~6
HRFOMSZEF LE LK,

FARAER S SUREREHR
B & B &
68 1-6 A R&t 68 1-6 A R&t
BIE BZ |zon|BL%| 5Z |com min | TN BEE 2o mir | TR BEE | zom
BERAKH 2 86 0 23 181 2 0 19 24 38 26 75 105 81

enterohemorrhagic E.coli:EHEC™E2
2{[@1 diarrheagenic E.col/ 3 { B - B

._S_‘:_a_/{(l_t_)ne//a O4F%

" §O7§¥

"o {08

"o o1}

V/br/o parahaemolyticus ;

Aeromonas hydrophila

Aeromonas sobria

Aeromonas hydrophila/sobria

4:_9_(_0_/_nanas caviae

gi/_qey/obac ter jejuni B - B

g:a-/]?gy/obac ter coli

gfq?gy/obac ter jejuni/coli

._S_‘z_f_a_;_:_/zy/ococcus aureus

Bacillus cereus B

_Lf_g/_'c_)pe//a spp. B B 2 B 3
_Lfg_{'g_ﬁe//a pneumophila ) 1 B - - 2 | - 3

"o F

" g

" 43t ~ ~ ~

"o i5E B B ~ 1

"o 3 B B ~ 4

"o ) 78 B B B

"o 8E . B B

" iogt !

n 108

"o 1R

"o 123

"o 138

Legionella anisa i

Legionella gormanii

Legionella micdader

Legionella dumoffii {

= 0 0 0 0 0 0 0 4 0 0 0 12 0 0

1K ANINKESD,

5¥2 enterohemorrhagic E.coli:EHEC: f3& H Mt K E

$¥3 Other diarrheagenic Ecoli: EHEC(VTEC)-ETEC-EIEC-EPEC-EAggEC LIS D KISE (RRMERBELLD)
T—ILK, 7V DKEFL. BEOI Z0MIZ5 £,

OV &R BREAEOHFFHABRERRE ot b
BRET : IR 1L BT, 2 MK X Y Legionella pneumophila SG1 73 2 AR & iz, ¥HlK
2RRIRH . 2R LV Legionella spp. D3 2 Wik STz,

12



